Non-syndromic retinal degeneration genes (n=146)

MD CD/CRD
(n=30) (n=37)

AP571,
C1QTNF5, CFH, CLECS3B,
CLN5, CTNNA1, EFEMP1, ELOVLA4,
FBLN5, MCDR1 locus, MCDRS3 locus,
SAMD7, THRB, TIMP3

ABCA4,
MFESD8, PROM1

ADAM9, ATF6, CACNATF,
CACNA2D4, CNGAS,
CNGB3, DRAMZ2, KCNV2,
OPN1LW, OPN1MW,
PDE6C, POC1B, RAB28,

TLCD3B, TTLL5

CDHR1,
CERKL, EYS,
GUCAT1A,

AGBL5, AHI1, ARHGEF18,
ARL2BP ARL3, ARL6, BBS1,
BBS2, BBS9, BCOR, C190rf44,
CC2D2A, CEP162, CEP250, CFAP20,
CFAP410, CLCC1, CLN3, CLRN1,
CNGA1, CNGB1, COQ2, COQ5,
COQ8B, CYP4V2*, DHDDS, DHX38,
DYNC2H1, FAM161A, FLVCR1,
GNAT1, HGSNAT, HK1, IDH3A,
IDH3B, IDH3G, IFT172, KIAA1549, KiZ,

ALMS1,
NMNATT,
RPGRIP1

CFAPA418,
CREB3, RAX2,
RCBTB1,
UBAP1L

AIPL1, IFT140,

KLHL7, MAK, MERTK, MVK, NR2E3, NAL, VPDHT
OFD1, PCARE, PDE6A, PDE6B, PDE6G, ’ CEP290 LCA
INPPSE, CEP290,
PDSS1, POMGNT1, PRCD, PRPF3, LRAT RDL12 /|  1QCB1,
PRPF31, PRPF4, PRPF8, RBP3*, REEPS, npees /) KCNJ13", (n=22)
RHO, RLBP1, RP2, RP17 locus, SAG, phedasic’ LCAS,
SLC24A1, SLC37A3, SLC4A7, SLC66AT, PCYT1A,

RP
(n=105)

SLC7A14, SNRNP200, TBC1D32, RD3

TMEM216, TOPORS, TTC8, USHZ2A,
Xq27.1 locus, ZNF408




