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Telomere maintenance (n=3)

Others (n=33)

Axonogenesis (n=13)

Protein ubiquitination (n=11)

Cell adhesion (n=31)

Extracellular matrix (n=26)

ER / Golgi homeostasis (n=19)

Transcriptional regulation (n=59)

Cilium (n=83)

Cytoskeleton (n=49)

Visual cycle and phototransduction (VCPh) (n=32)

Peroxisome organisation (n=7)

Melanosome (n=30)

Transmembrane transport (n=69)

Autophagic and endolysosomal pathway (AEL) (n=61)

Synaptic signaling (n=45)

Lipid metabolism (n=63)

Mitochondria organisation (n=36)

Nucleotide metabolism (n=34)

RNA splicing (n=13)

Protein biosynthesis (n=22)

Pro
te

in 
bio

sy
nt

he
sis

 (n
=2

2)

RNA sp
lic

ing
 (n

=1
3)

Nuc
leo

tid
e 

m
et

ab
oli

sm
 (n

=3
4)

M
ito

ch
on

dr
ia 

or
ga

nis
at

ion
 (n

=3
6)

Lip
id 

m
et

ab
oli

sm
 (n

=6
3)

Syn
ap

tic
 si

gn
ali

ng
 (n

=4
5)

Aut
op

ha
gic

 a
nd

 e
nd

oly
so

so
m

al 
pa

th
way

 (A
EL)

 (n
=6

1)

Tra
ns

m
em

br
an

e 
tra

ns
po

rt 
(n

=6
9)

M
ela

no
so

m
e 

(n
=3

0)

Per
ox

iso
m

e 
or

ga
nis

at
ion

 (n
=7

)

Visu
al 

cy
cle

 a
nd

 p
ho

to
tra

ns
du

cti
on

 (V
CPh)

 (n
=3

2)

Cyto
sk

ele
to

n 
(n

=4
9)

Ciliu
m

 (n
=8

3)

Tra
ns

cr
ipt

ion
al 

re
gu

lat
ion

 (n
=5

9)

ER / 
Golg

i h
om

eo
sta

sis
 (n

=1
9)

Extr
ac

ell
ula

r m
at

rix
 (n

=2
6)

Cell
 a

dh
es

ion
 (n

=3
1)

Pro
te

in 
ub

iqu
itin

at
ion

 (n
=1

1)

Axo
no

ge
ne

sis
 (n

=1
3)

Oth
er

s (
n=

33
)

Te
lom

er
e 

m
ain

te
na

nc
e 

(n
=3

)

Overlap of functional categories


